. List of identified untargeted positive mode metabolites. Metabolites highlighted in blue are biomarkers of oxidative stress. Metabolites highlighted in yellow have MS/MS fragmentation patterns that match standards in Metlin. Table S7 . Vitamin B6 pathway significant changes. Table S8 . Propanoate pathway significant changes. The fold change discrepancy for hydroxybutyrate is likely due to differences in ionization between positive and negative mode. Table S9 . Butanoate pathway significant changes. The fold change discrepancy for hydroxybutyrate is likely due to differences in ionization between positive and negative mode.
